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Abstract 
Barnyard millet, a versatile and multi-purpose crop, is nutritionally superior to other major cereals and it is known for the 

efficient accumulation of metals, mainly Fe. To study the phenotypic variation in different barnyard millet lines for selecting 

desirable phenotype with varying metal accumulation, a pot culture experiment was conducted with nineteen barnyard millet 

lines and screened at seedling, vegetative, flowering and maturity stages. The experiments were laid out in a completely 

randomized design with three replications. Out of nineteen lines screened, the increased plant height, total dry matter 

production, total chlorophyll content and nitrate reductase activity, was observed in the variety MDU1 and the performance 

of ACM-16-5 was comparatively lower. The results showed that performance of MDU1 and ACM-16-5 was significantly 

varied. Since, barnyard millet is an active accumulator Fe, gene expression study was carried out to unveil the transporters 

that are involved in Fe and Zn uptake and translocation at seedling and vegetative growth stages of MDU1, with rice 

(ASD16) as control. Of all six genes studied, the expression of NAS1, NAS2 and YSL2 in leaf of MDU1 at seedling and 

vegetative stages was variably expressed when compared to ASD16 and this could pave the way for enhanced metal uptake 

and its utilization in plant growth and development.  
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Introduction 
Barnyard millet (Echinochloa frumentaceae) is also 

known as Indian barnyard millet or billion-dollar 

grass. It can even be cultivated in the places of low 

rainfall areas where the average annual rainfall is 

below 350mm. It is widely grown as a cereal in India, 

Pakistan and Nepal (USDA-NRCS, 2002). In India, it 

is widely grown in most of the southern and central 

states of India. Barnyard millet is a multi-purpose 

crop mainly cultivated for food and fodder for 

humans and animals. Millets are unique among other 

cereals. They have received better attention from the 

health point of view due to their high dietary fibre 

content, low glycemic index, polyphenols, proteins, 

and richness in calcium (Devi et al., 2011). Ugare et 

al. (2011) reported that the consumption of dehulled 

varieties of barnyard millet lowers the risk of type 2 

diabetes and cardiovascular disease. Along with its 

better nutritional properties of barnyard millet, it acts 

as an efficient accumulator of metals such as Fe and 

Zn.  

 

In plants, Fe and Zn play a crucial role in maintaining 

proper metabolic and physiological processes. Fe acts 

as a co-factor in chlorophyll biosynthesis, nitrogen 

fixation, DNA replication, reactive oxygen species 

(ROS) scavenging and electron transport chain in 

both mitochondria and chloroplasts (Nouet et al., 

2001; Yruela, 2013). Chlorosis of young leaves is the 

most apparent visible symptom of Fe deficiency 

(Marschner, 1995) and its lack also triggers oxidative 

stress (Tewari et al., 2005; Bashir et al., 2007).  

 

Like Fe, Zn, a divalent cation, also plays diverse 

roles in different cellular processes (Ishimaru et al., 

2011). The metabolism of proteins, nucleic acids, 

carbohydrates, and lipids is dependent on Zn to a 

larger extent. Ishimaru et al. (2011) reported that the 

tight regulation of the Zn concentration is essential 

for its uptake by the plants. Fukao et al. (2011) stated 

that many Fe and Zn transporters had been identified 

in plants so far.  

 

https://en.wikipedia.org/wiki/India
https://en.wikipedia.org/wiki/Pakistan
https://en.wikipedia.org/wiki/Nepal
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Transporters are essential for the entry and exit of 

nutrients to the vacuole for storage or to the other 

organelles for functional purposes. Translocation 

through the xylem requires nutrient efflux from the 

symplast into the apoplast through transporters and 

subsequent influx through transporters back into the 

symplast of distal tissues. Also, nutrient transporters 

are involved in re-mobilization and transportation 

from senescent leaves to developing tissues or in 

response to nutrient limitation. These transporters 

might be involved in the efficient uptake and 

translocation of Fe and Zn in barnyard millet. A 

better understanding of the morpho-physiological 

characters can be used to identify the most suitable 

line among various barnyard millet lines for its 

improved nutritional value. Hence an experiment was 

designed to study the variation in morpho-

physiological characters in various barnyard millet 

lines and also to know about differential expression 

of metal homeostasis genes in better performing line 

at early growth stages, i.e., seedling and vegetative 

stages with rice (ASD16) as control plant. 

 

Materials and Methods 
Owing to differences in the accumulation of Fe and 

Zn in seeds (unpublished data) of nineteen barnyard 

lines, a pot culture experiment was conducted to 

evaluate the morpho-physiological characteristics of 

these barnyard millet lines concerning Fe and Zn. 

The list of barnyard millet lines taken for the study 

were ACM-16-1, ACM-16-3, ACM-16-4, ACM-16-

5, ACM-16-6, ACM-16-7, ACM-16-8, ACM-16-9, 

ACM-16-10, ACM-16-11, ACM-16-12, ACM-16-13, 

ACM-16-14, ACM-16-15, ACM-10-082, ACM-12-

110, MDU1, CO1, and CO2. The seeds were 

obtained from Agricultural College and Research 

Institute, Madurai, Tamil Nadu. The experiment was 

conducted at the glasshouse, Department of Crop 

Physiology, Tamil Nadu Agricultural University, 

Coimbatore with a completely randomized design 

and it was replicated thrice. Morpho-physiological 

characters such as plant height, total dry matter 

production, total chlorophyll content and nitrate 

reductase activity were recorded at seedling 

(15DAS), vegetative (40DAS), flowering (65DAS) 

and at maturity (90DAS). Besides the morpho-

physiological evaluation, studying the gene 

expression underlying metal homeostasis and its 

better accumulation in better performing line in 

comparison with rice (ASD16) as control was done. 

 

Plant height: The height of plants was measured 

from the base of the stem to the tip of the plant. The 

average height of these plants was calculated and 

expressed as mean plant height (cm).  

Total dry matter production: The entire plant was 

uprooted with the plant system intact at different 

stages to estimate total dry matter production. Plant 

samples were shade dried and then oven-dried (65°C) 

for three days. The dry weight of the whole plant was 

recorded and expressed in g plant
-1

. 

Total chlorophyll content: Total chlorophyll content 

in leaves was estimated using the method described 

by Hiscox and Israelstam (1949) and expressed in mg 

g
-1

 fresh weight.  

 

Nitrate reductase activity: Nitrate reductase activity 

was estimated as per the method described by 

Nicholas et al. (1976) and expressed as µg NO2 g
-1

hr
-

1
 fresh weight.  

 

Root and leaf tissues of barnyard millet and rice 

collected at seedling (15 DAS and 25 DAS for 

barnyard millet and rice, respectively) and vegetative 

stage (25 DAS and 55 DAS for barnyard millet and 

rice, respectively) were used for RNA isolation using 

Trizol Reagent (T9424, TRI Reagent®, Sigma-

Aldrich, USA). The isolated RNA was quantified 

using Nanodrop ND-1000 spectrophotometer 

(Nanodrop Technologies, USA) and then used for 

cDNA synthesis using the SuperScript™ III First-

Strand Synthesis kit (Thermo Scientific, USA, 

catalogue no. 18080051) and stored at -20˚C for 

further use. Semi-quantitative Reverse Transcriptase 

PCR analysis of six selected metal homeostasis genes 

such as IRT1, NAS1, NAS2, ZIP2, ZIP7 and 

YSL2were carried out with gene Actin as an internal 

control. Degenerated primers (Table 1) were 

designed by comparing the sequences of rice (Oryza 

sp.) and foxtail millet (Setaria italica) using BLAST 

and CLUSTAL W, multiple sequence alignment tool 

to find the conserved domains. PCR conditions for 

metal homeostasis genes were optimized with the 

genomic DNA of barnyard millet. 

 

One way ANOVA was performed with a completely 

randomized design and their significance was tested 

at 1% and 5% interval (p<0.01, p<0.05).  

 

Results and Discussion 
Plant height of nineteen barnyard millet lines were 

recorded at different growth stages and depicted in 

Fig. 1. The barnyard millet line, MDU1, a high Fe 

and Zn accumulator (Unpublished data), achieved the 

highest plant height. The uptake and utilization of 

macro and micro-nutrient had significantly increased 

the plant height by accelerating the enzymatic 

activity and auxin metabolism in plants (Sudha and 

Stalin, 2015). The lowest plant height was achieved 

by ACM-16-5, which is a low Fe and Zn accumulator 

(Unpublished data). Another possible reason behind 

the attainment of highest plant height by MDU1was 

due to the presence of adequate Fe and Zn content 

which facilitates increased enzymatic activity and 

auxin metabolism that promotes better cell division 

and cell enlargement subsequently increasing the 
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plant height (Bameri et al., 2013; Rawashdeh and 

Sala 2014; Sudha and Stalin, 2015; Singh and Singh, 

2018).  

 

The quantum of dry matter produced indicates the 

overall utilization of available resources by the plant 

(Mahendar et al. 2017). Total dry matter production 

was found significantly varied among the barnyard 

millet lines. The superiority of MDU1 over ACM-16-

5 (Fig 2) in total dry matter production at all the 

growth stages might be due to the enhanced 

photosynthetic activity and finally resulted in 

enhanced total dry matter production (Sunil and 

Sankaralingappa, 2014). Duraisamy and Mani (2001) 

reported that the increased dry matter production was 

due to the increased supply of photosynthates to sink 

due to higher chlorophyll content and photosynthesis, 

in turn, increased the total dry matter production. The 

reports of Barua and Saikia (2018) indicated that Zn 

favors the proliferation of roots, which increases the 

nutrient uptake from the soil and enhances the 

vegetative growth of the plant. Similar findings were 

reported by Singh and Singh (2018). 

 

The total chlorophyll content of various barnyard 

millet lines at different crop growth stages was 

depicted in Fig. 3. A significant variation was found 

between the barnyard millet lines irrespective of 

stages. The maximum value of total chlorophyll 

content was recorded in MDU1, followed by CO2 

and ACM-12-110. The minimum value of total 

chlorophyll content was observed in ACM-16-5 and 

ACM-16-7. Since MDU1 was the highest 

accumulator of Fe and Zn, its role in increased 

chlorophyll content was indispensable. Siavoshi and 

Laware (2013) stated that Fe form complexes with 

enzymes associated with chloroplast synthesis. 

Higher the Fe content in the plant system, higher will 

be chlorophyll synthesis and RNA metabolism in the 

chloroplasts. This was supported by the findings of 

Roosta et al. (2018). The less Fe content in ACM-16-

5 and ACM-16-7 might have resulted in reduced 

chlorophyll synthesis. 

 

Nitrate reductase is an essential enzyme in the 

assimilation of nitrate-nitrogen by plants (Epstein and 

Bloom 2004). The nitrate reductase activity was 

higher in MDU1 followed by ACM-16-15, CO2 and 

ACM-12-110. The activity was lower in ACM-16-5 

at all the growth stages (Fig 4). The activity of this 

enzyme in MDU1, was 34%, 21%, 22%, 33% higher 

than ACM-16-5 at seedling, vegetative, flowering 

and maturity stages, respectively. Moro et al. (2017) 

reported that the decrease in Fe content affects the 

conversion of nitrate to nitrite and ultimately affects 

the nitrogen utilization by plants. Also, Fisher et al. 

(2005) and Fageria et al. (2014) stated that the 

reduction capacity of nitrate reductase enzyme in 

plants was majorly influenced by Fe content.  

 

Plants involve a complex network of homeostasis 

mechanisms to regulate the uptake, accumulation, 

trafficking, and detoxification of metals (Clemens, 

2001). This applies to metal hyper-accumulation also. 

Based on the morpho-physiological behavior of the 

nineteen barnyard millet lines, MDU1 performed 

better over other barnyard millet lines. Moreover, 

MDU1 was identified as the hyper-accumulator of Fe 

and Zn (Unpublished data). The process involved 

behind the hyper-accumulation in MDU1 provoked 

us to study the expression analysis of selected Fe and 

Zn homeostasis genes in leaf and root at seedling and 

vegetative stage in comparison with rice. The 

differential expression of metal homeostasis genes in 

the leaf tissue of barnyard millet and rice was given 

in Fig. 5A. The results revealed that the expression of 

YSL2 was found in leaf tissue of MDU1 but not in 

rice. Whereas, in root tissue, the expression of NAS1 

was found to be varied (Fig. 5B) 

 

The NA-Fe (II) transporter YSL2 (Yellow Stripe 

Like-2), localized in leaf phloem cells and vascular 

bundles of flowers and developing seeds. Ishimaru et 

al. (2010) reported that the plants with reduced YSL2 

function had reduced Fe concentration in the grains 

and this clearly indicated the role of YSL2 in iron 

acquisition. Also, it was reported that YSL2 is an 

essential Fe-nicotinamine transporter involved in Fe 

translocation, particularly in shoots and endosperm. 

Inoue et al. (2003) reported that NAS1, which 

encodes NAS enzyme, was found in the companion 

cells of roots and helped in phloem loading and 

unloading. Additionally, the expression of other 

metal homeostasis genes such as NAS2 in leaf and 

ZIP7 in root tissues might contribute for enhanced Fe 

and Zn accumulation in MDU1. 

 

The expression pattern of metal homeostasis genes in 

leaf tissue of barnyard millet and rice at the 

vegetative stage was given in Fig 5C. The expression 

of NAS1 and YSL2 was varied in MDU1 when 

compared to ASD16. Whereas in root tissue (Fig 5D) 

of MDU1 and ASD16, the expression of IRT1, ZIP2 

and NAS1 were equal and those genes were reported 

to be involved in the enhanced Fe and Zn uptake 

from the soil and translocation within the plant 

system during the vegetative stage.  

 

Barnyard millet lines that differ in metal 

accumulation were evaluated under pot culture 

experiment. Out of nineteen barnyard millet lines 

screened, MDU1, varied significantly among all the 

other lines in plant height, total dry matter 

production, total chlorophyll   content,    and    nitrate  
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reductase activity. The efficient use of absorbed 

macro and micro-nutrient from the soil by MDU1, 

mainly, Fe and Zn, which play a vital role in 

maintaining metabolic and physiological processes, 

could be the possible reason for its better 

performance over other lines. Due to the superiority 

of MDU1 over all the other genotype, the genetic 

architecture underlying the metal uptake and 

translocation was further analyzed. The expression of 

key metal homeostasis genes such as NAS1, YSL2, 

NAS1, ZIP2, ZIP7 and IRT1 helps in effective Fe and 

Zn acquisition from the soil and its utilization for 

proper plant growth and development. 

 

Acknowledgments 

This work was supported by grants received from the 

University Research Project 

(CPMB/CBE/PBT/SMM/2015/001), Tamil Nadu 

Agricultural University, Coimbatore and Department 

of Science and Technology (YSS/2015/000345), 

New Delhi.  

 

References 

 
Bameri, M., Abdolshahi, R., Mohammadi-Nejad, G., 

Yousefi K., Tabatabaie S.M., 2013. Effect of 

different microelement treatment on wheat 

(Triticum aestivum) growth and yield. Intl. Res. J. 

Appl. Basic. Sci., 3(1): 219-223. 

 

Barua, D. and Saikia, M. 2018. Agronomic biofortification 

in rice varieties through zinc fertilization under 

aerobic condition. Indian J. Agric. Res., 52(1):89-

92. 

 

Bashir, K., Nagasaka, S., Itai, R., Kobayashi, T., 

Takahashi, M., Nakanishi, H., Mori, S. and 

Nishizawa, N.K. 2007. Expression and enzyme 

activity of glutathione reductase is upregulated by 

Fedeficiency in graminaceous plants. Plant Mol. 

Biol., 65(3): 277–284. 

 

Clemens, S. 2001. Molecular mechanism of plant metl 

tolerance and homeostasis. Planta, 212(4):475-

86. 

 

Devi, P.B., Vijayabharathi, R., Sathyabama, S., Malleshi, 

N.G and Priyadarisini, V. B. 2011. Health 

benefits of finger millet (Eleusine coracana L.) 

polyphenols and dietary fiber: A review. J. Food 

Sci. Technol., 51(6):1021-40. 

 

Duraisamy, V.P. and Mani, A.K. 2001.Effects of zinc and 

iron on yield, content, uptake and soil fertility 

under samai in a red loamy sandy soil. Mysore J. 

Agric. Sci., 35(4): 297–301. 

 

Epstein E. and Bloom A. 2004. Nutricao mineral de 

plantas: principios e zerspective. Londrina: Planta 

 

Fageria, N.K., Moreira, A., Moraes, L.A.C and Moraes, 

M.F. 2014. Nitrogen uptake and use efficiency in 

upland rice under two nitrogen sources. 

Communications in soil science and plant 

analysis, 45:461–69. 

 

Fischer, K., Barbier, G.G., Hecht, H.J., Mendel, R.R., 

Campbell, W.H., and Schwarz, G. 2005. 

Structural basis of eukaryotic nitrate reduction: 

crystal structures of the nitrate reductase active 

site. Plant Cell, 17: 1167–1179.  

 

Fukao, Y., Ferjani, A., Tomioka, R., Nagasaki, N., Kurata, 

R., Nishimori, Y., Fujiwara, M. and Maeshima, 

M. 2011. iTRAQ analysis reveals mechanisms of 

growth defects due to excess zinc in Arabidopsis. 

Plant Physiol., 155: 1893–1907. 

 

Hiscox, J and Israelstam, G. 1949. A method for extraction 

of chlorophyll from leaf tissue without 

maceration. Canadian J. Bot., 57(12): 1332-

1334. 

 

Inoue, H., Higuchi, K., Takahashi, M., Nakanishi, H., Mori, 

S., Nishizawa, N.K. 2003. Three rice 

Nicotianamine synthase genes, OsNAS1, 

OsNAS2, and OsNAS3 are expressed in cells 

involved in long-distance transport of iron and 

differentially regulated by iron. The Plant 

J.,2003, 36: 366–381. 

 

Ishimaru, Y., Bashir, K. and Nishizawa, N. 2011. Zn 

uptake and translocation in rice plants. Rice, 4: 

21–27. 

 

Ishimaru, Y., Masuda, H., Bashir, K., Inoue, H., 

Tsukamoto, T., Takahashi, M., Nakanishi, H., 

Aoki, N., Hirose, T., Ohsugi, R. and Nishizawa, 

N.K. 2010. Rice metal–nicotianamine transporter, 

OsYSL2, is required for the long-distance 

transport of iron and manganese. Plant J. 62, 79–

390. 

 

Mahendar, B., Goverdhan, M., Sridevi, S and Ramana, 

M.V. 2017. Influence of iron and zinc 

management on drymatter production and 

nutrient removal by rice (Oryza sativa L.) and 

soil fertility status under aerobic cultivation. 

Chem. Sci. Rev. Lett., 6(24): 2627-2635.  

 

Marschner, H. 1995. Mineral Nutrition of Higher Plants. 

London: Academic Press 

 

Moro E, Carlos Alexandre Costa Crusciol, Adriano 

Stephan Nascente, Heitor Cantarella, Fernando 

Broetto & Adriana Lima Moro. 2017. Nitrate 

reductase, micronutrients and upland rice 

development as influenced by oil pH and 

nitrogen sources. Communication in soil science 

and plant analysis. 1-10. 

 

Nicholas, J.C., Harper, J.E. and Hageman, R.H. 1976. 

Effect of nitrate reductase activity in soybeans. 

Effect of light and temperature. Plant Physiol., 

58: 731-735. 

 



 
 Electronic Journal of Plant Breeding, 10 (4): 1415-1425 (Dec 2019) 

                ISSN  0975-928X 

1419 

 

    DOI: 10.5958/0975-928X.2019.00181.9 

 

 
Nouet, C., Motte, P., and Hanikenne, M. 2011. 

Chloroplastic and mitochondrial metal 

homeostasis. Trends Plant Sci., 16: 395–404. 

 

Rawashdeh, H and Sala, F. 2014. Influence of iron foliar 

fertilization on some growth and physiological 

parameters of wheat at two growth stages. 

Scientific papers. Series . Agronomy, 57: 306-

309. 

 

Roosta, H.R., Estaji, A and Niknam, F. 2018. Effect of 

iron, zinc and manganese shortage-induced 

change on photosynthetic pigments, some 

osmoregulators and chlorophyll fluorescence 

parameters in lettuce. Photosynthetica, 56(2): 

606-615. 

 

Siavoshi, M and Laware, S.L. 2013. Role of organic 

fertilizers on chlorophyll content in rice (Oryza 

sativa L.) Trends in life sci., 2(3): 13-17. 

 

Singh, A.K and Singh, V. 2018. Effect of foliar application 

if iron, zinc and age of seedlings on growth and 

yield of rice (Oryza sativa L.). Int. J. Curr. 

Microbiol. App. Sci., 7(8): 1062-1068. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Sudha, S. and Stalin, P. 2015. Effect of zinc on yield, 

quality and grain zinc content of rice genotypes. 

Intl. J. Farm Sci., 5(3): 17-27. 

 

Sunil, C.M. and Shankaralingappa, B.C. 2014. Influence of 

integrated package of agrotechniques on quality 

parameters of aerobic rice. J. Agron., 13(2): 58-

64. 

 

Tewari, R.K., Kumar, P., Neetu and Sharma, P.N. 2005. 

Signs of oxidative stress in the chlorotic leaves of 

iron starved plants. Plant Sci., 169: 1037–1045. 

 

USDA NRCS Plant fact sheet, 2002. 

 

Ugare, R., Chimmad, B., Naik, R., Bharati, P., Itagi, S. 

2011. Glycemic index and significance of 

barnyard millet (Echinochloa frumentacae) in 

type II diabetics. J. Food Sci. Technol., 51(2): 

392-395. 

 

Yruela, I. (2013). Transition metals in plant photosynthesis. 

Metallomics, 5: 1090–1109. 



 
 Electronic Journal of Plant Breeding, 10 (4): 1415-1425 (Dec 2019) 

                ISSN  0975-928X 

1420 

 

    DOI: 10.5958/0975-928X.2019.00181.9 

 

 

 

Table 1. List of degenerate primers used for semi-quantitative real time PCR 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

Name of the 

gene 

                   Primer sequences                  
Amplicon size (bp) 

5’ primer 3’primer 

Actin TGTGATGTTGATATCAGGAAGGA GGGACCGGTTTCGTCATACT 750 

IRT1 TCGTCAAGGCSTTCGCGTC CCGATCACCACCGAGTGCAC 510 

NAS1 AGCAAGCTGGAGTACGASCT GATCGACGATCGGGTASAGGAA 420 

NAS2 CTSTTCACCGASCTCGTCA TCCAYCTTGCAGCACTTGCA 500 

YSL2 TATCCAAGTGGGACTGCAACTG CCCATGATCARAGCTACACACA 690 

ZIP2 TGCTTYCACTCCGTCTTCGA AGGTGTCCCATATCATGACGAC 442 

ZIP7 GTGTKCACTCKGTGATCAT GCCCAKATTGCAAGNGATGACAT 520 
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Fig. 1. Plant height of barnyard millet lines at different growth stages. A) Seedling B) Vegetative C) Flowering D) Maturity. Data represent mean ± SE and different 

letters denote significant differences between the lines according to completely randomized design analysis at P<0.05, n-3. 
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Fig. 2. Total dry matter production of barnyard millet accessions at different growth stages. A) Seedling B) Vegetative C) Flowering D) Maturity. Data represent mean 

± SE and different letters denote significant differences between the lines according to completely randomized design analysis at P<0.05, n-3. 
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Fig 3. Total chlorophyll content of barnyard millet accessions at different growth stages. A) Seedling B) Vegetative C) Flowering D) Maturity. Data represent mean ± 

SE and different letters denote significant differences between the lines according to completely randomized design analysis at P<0.05, n-3. 
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Fig 4. Nitrate reductase activity of barnyard millet accessions at different growth stage. A) Seedling B) Vegetative C) Flowering D) Maturity. Data represent mean ± SE 

and different letters denote significant differences between the lines according to completely randomized design analysis at P<0.05, n-3. 
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Fig. 5A-D. Expression profiling of metal homeostasis genes in barnyard millet (MDU1) and rice ASD16) at seedling and vegetative stages. A) Leaf tissue of MDU1 at 

seedling stage B) Root tissue of MDU1 at seedling stage C) Leaf tissue of MDU1 at vegetative stage B) Root tissue of MDU1 at vegetative stage. 
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